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Name Recipe
1.medium-1 peptone 2 g/L, yeast extract 5 g/L, soluble starch 2 g/L, soy flour 15 g/L, NaCl 4 g/L, CaCO 3 4 g/L, sea salt 33 g/L, pH=7.0 2.medium-2 (APM) yeast extract 8 g/L, malt extract 20 g/L, NaCl 2g/L, MOPS sodium salt 10 g/L in 500 mL of tap water and 380 mL of Milli-Q water. After autoclaving, 1 mL of 10% MgSO 4 , 1 mL of 1% FeSO 4 , 0.1 mL of 10% ZnSO 4 and 120 mL of 50% glucose were added [1] 3.medium-3 soluble starch 10 g/L, glucose 20 g/L, corn syrup 4 g/L, yeast extract 10 g/L, beef extract 3 g/L, MgSO 4 •7H 2 O 0.5 g/L, KH 2 PO 4 0.5 g/L, CaCO 3 S. chattanoogensis ISP 5002 [2] galactose -glycerol-corn steep L-phenylalanine 5 g/L, (NH 4 ) 2 SO 4 1.5 g/L, K 2 HPO 4 0.5 g/L, KH 2 PO 4 0.5 g/L, CaCO 3 2 g/L, pH=7.0 6 10
S. griseus ATCC49344 [3] R2YE APM (medium-2) 9-10 162 S. griseus SB4012 [3] 11-12 997 8-9 400 S7 Table S5 . The primer pairs used in this study. S8 Table S7 The effects of each factor on FDM A production. 
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